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Background » Patient-reported stress and depressive somatic symptoms map to distinct, ER-

. Chronic psychosocial distress may accelerate breast specific tumor transcriptional signatures involving immune regulation, proliferation,

cancer progression by altering immune, inflammatory, and differentiation.
and proliferative pathways, yet its genome-wide

transcriptional effects in breast tumors remain unclear.

ISR ATEEER RS TSI VI (N ESSSBRGI »  Concordant survival associations support potential clinical relevance and warrant
characterize how distress influences transcriptional validation fo Identlfy actionable targets.

programs within the breast tumor microenvironment.

Meihods

 FFPE tumor RNA sequencing was conducted in 195
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