Abstract 4124 : Molecular profile of hepatocellular carcinoma (HCC) in older (OA) versus younger adults

(YA) receiving tyrosine kinase inhibitors: does age matter?
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longer mOS in Black/African Americans (HR:0.73, p=0.082)
« OA was not associated with MKI-TOT such as sorafenib or cabozantinib.
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