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Alterations in DNA damage response (DDR)

pathways contribute to genomic instability and are
of clinical significance in several carcinomas and solid
tumors. We identified a gene alteration in ERCCZ2 in a
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observed in 1-2% of sarcoma samples. evaluate the clinical implications of these mutations to guide risk

Median HRD scores ranged between 20-58.

ERCC2, ATRX and BRCAZ2 were associated with
increased HRD scores (p=0.01).
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stratification and potential therapeutics. Comprehensive analysis
of individual histologic subtypes is In progress.
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