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Abstract
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11 and IHC and MA data in 10 cases. Combined results of predictive markers provided MicroArray gene analysis. A) H&E: B) ER IHC positive: €) PR IHC negative: D) MicroArray
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information on therapeutic guidance in 21 of 28 cases. Figure 8: Example of Caris Target Now report from a hormone receptor positive Her2

negative breast cancer associating biomarker expression with agents with benefit and
lack of benefit.

Conclusion: Molecular profiling of malignant fluids offers additional opportunities

for testing those patients where other tissue samples such as needle core biopsy Figure 2: From the 28 breast cases were

or resection samples are not available. Molecular profiling provides insight into able to perform at least 10 IHCs in 20 cases, Figure 5
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® Molecular profiling of malignant effusions offers additional opportunities for testing
when other tissue samples like needle core biopsy or tumor resection are not
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The diagnosis of a malignant effusion in the serosal cavities is a frequent event ® Molecular profiling of effusion samples can provide insight into the molecular
in the clinical setting of cancer and usually signifies a worse prognosis. Breast characteristics of malignant cells.
adenocarcinoma is one of the most common tumors, along with ovarian ® Molecular profiling of malignant effusion can provide information to create
adenocarcinoma, that produces malignant effusions in women. Metastatic cancer cells targeted therapies for cancer.
may have unique characteristics that give them the ability to migrate from the primary 50
tumor, survive in the circulation and invade distant tissues. That is why analyzing these
cells is important to create appropriate targeted therapies against those specific subset
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